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AL T 286, 28 R IS 358 A 0 A AT I 1) £ % B 201 Jfd Control Knockout HEK293T Cells (L00020)ER 4 5] GFP (1) %+ B& 21 ffd
GFP Knockout HEK293T Cells (L00022).

3 7 K [A) I #2 4k 5 T CRISPR/Cas9 4% A 1) UBR1 % [H i % 19 5 K (L11075 pLenti-UBR1-sgRNA). 12 7% £ (L11076 UBR1
Knockout Lentivirus). HEK293T4H ffi(L11077 UBR1 Knockout HEK293T Cells). HEK293T i ¥ 41 il FIRTPA 24 AR 7 (L11078
UBRI1 Knockout HEK293T RIPA Lysate). HEK293TH 4 4H i (1) TrizolZf#(L11079 UBR1 Knockout HEK293T Trizol Lysate)
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human UBRI1 197131 BC113505 NM_ 174916
About the gene

Official Symbol UBRI

Previous Symbol -

Official Full Name | ubiquitin protein ligase E3 component n-recognin 1

Synonyms -

Location 15q15.2
Gene Type protein-coding gene
Uniprot ID Q8IWV7

Pathway/Library Ubiquitin Ligases Genes Library

The N-end rule pathway is one proteolytic pathway of the ubiquitin system. The recognition component of
this pathway, encoded by this gene, binds to a destabilizing N-terminal residue of a substrate protein and
Gene Summary participates in the formation of a substrate-linked multiubiquitin chain. This leads to the eventual
degradation of the substrate protein. The protein described in this record has a RING-type zinc finger and
a UBR-type zinc finger. Mutations in this gene have been associated with Johanson-Blizzard syndrome.
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g AR FFRCAIDMEM (high glucose)+10% FBS. & 7EH5 IR I IE £ 75 35 2 -5 5 2 VA T LABH 10 mT R PRI 4 4 75 4,
W 2R 1T 8 R-FE B RV TH(100X) (C0222). [AIE , I 243K 5 A1 pg/mlffPuromycin (STS51). A B YL 95 5 HEK 293 T
YA ) B AR BiE 2 %293T (A BB 41 i) (C6008):  https://www.beyotime.com/product/C6008.htm .
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T - R 2 (100X) 100ml
D0508S/M i PR 2 4 4 R AR A U a0 25/100%
D7080S/M/L T7 Endonuclease I (CRISPR% 2 [ 5845 4 5 FH) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M 2% %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (PP 2% %) 250mg
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